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SUPPLEMENTARY MATERIAL

Supplementary Methods Supplementary Figure 1: Selection for older adult B-cell ALL cohort

HARMONY database codes used to identify measurable residual disease HARMONY
(MRD) status: generated older ALL cohort
Date range based on first and last record observed

Minimal residual disease by IG/TCR PCR * Minimal residual disease by IG/TCR flow cytometry in the data: 01 January 1985-28 February 2020

Minimal residual disease by flow cytometry * Minimal residual disease by BCR/ABL flow cytometry Cohort generated by HARMONY using the following

Minimal residual disease by BCR/ABL PCR  Minimal residual disease by MLL flow cytometry criteria:

Min?ma res?dua c?sease oy MLL PCR * Molecular response to treatment + >1 code indicative of ALL received prior to any code

M!n!ma res!dua c!sease oy PCR * Molecular response to treatment indicative of relapse

M!n!ma res!dua - !sease oy IG/TCR flow cytometry . M? .ecu r rglapse .  Aged =55 years on date of first observed ALL diagnosis

Minimal residual disease by BCR/ABL flow cytometry * Minimal residual disease by IG/TCR PCR

Minimal residual disease o}, MLL flow cytometry e Minimal residual disease o\ flow cytometry ......................................................................................................................................................................

Molecular response to treatment * Minimal residual disease by BCR/ABL PCR N = 355

Minimal residual disease by IG/TCR PCR * Minimal residual disease by MLL PCR

Minimal residual disease by flow cytometry * Minimal residual disease by PCR

Minimal residual disease by BCR/ABL PCR * Minimal residual disease by IG/TCR flow cytometry .

o | | - . | Exclusion(s)
Minimal residual disease by MLL PCR * Minimal residual disease by BCR/ABL flow cytometry
Minimal residual disease by PCR * Minimal residual disease by MLL flow cytometry
| Patients with T-cell or
unspecified ALL at first
observed ALL diagnosis n =89
HARMONY database HARMONY database codes used to
codes used to identify identify relapsed and/or refractory status: Older adult B-cell ALL cohort
response: : ﬂftrjrt]ztlsllr(r)\iﬁzli;elzzizfr?i;()rglraes:;nent Patients diaghosed with B-ce.II ALL who
* Hematological response to treatment e Bone marrow relapse e ?Cgef ZISS yeac;SAOLIrI]_ ZIh'e fIrSt'date o
 Acute lymphoid leukemia in remission + Central nervous system relapse IFST ObSErve lagnosis
* Molecular response to treatment e Testiclefovaryrelapse L] e
* Molecular response to treatment » Hematological relapse N = 266
ALL=acute lymphoblastic leukemia
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